
unable to produce these signi�cant shifts due to 
poor survivability and weak colonization. Bacillus 
spores, on the other hand, can effectively 
RECONDITION the gut and encourage the 
growth of bene�cial, keystone bacteria like A. 
muciniphila, F. prausnitzii, and Bi�dobacterium 
species in as little as 30 days – but the gut resto-
ration doesn’t stop there.13 Just like a growing 
garden needs continuous care and proper 
fertilization, it is important to nurture and REIN-
FORCE a healthy gut microbiome with a Preci-
sion PrebioticTM.

Prebiotics are �bers that cannot be digested or 
absorbed by humans but can be fermented by 

gut bacteria. In this sense, prebiotics feed the 
probiotics in the gut. However, most prebiot-

ics on the market can feed both harmful 
and bene�cial gut bacteria, which can be 
problematic for people with digestive 
symptoms. For decades, practitioners 
had to weigh the bene�ts of prebiotics 
with the unwanted side effects of 
bloating, gas, and abdominal cramp-
ing – until now.

In the last few years, scientists have 
discovered functional �bers that can 
selectively feed bene�cial, keystone 

bacteria without feeding harmful 
bacteria. These novel functional �bers 

include fructo-oligosaccharides (FOS), 
galacto-oligosaccharides (GOS), and 

xylo-oligosaccharides (XOS) – medi-
um-chain, non-digestible carbohydrates 

found in lentils, peas, bamboo shoots, corn 
cobs, kiwifruit, cow’s milk, and honey.

A 2017 study published in the Journal of Nutri-
tional Sciences found that oral supplementation 
of FOS derived from kiwifruit increased the abun-
dance of F. prausnitzii by 100% in 4 weeks.14 
Another study published in Diabetes found that 
FOS supplementation was correlated with an 
8,000% increase in A. muciniphila in only 5 
weeks.15 

A study conducted at the University of California 
Los Angeles in 2014 found that XOS derived from 
corn cobs increased the abundance of Bi�dobac-
teria by 21% in as little as 4 weeks.16 

Lastly, a randomized, double-blind, and place-
bo-controlled crossover study published in the 
American Journal of Clinical Nutrition found that 
GOS derived from lactose increased the abun-
dance of Bi�dobacteria by 66% in just 7 days.17 

Increasing populations of these protective bacte-
ria is an integral part of reinforcing a healthy gut 
microbiome. Once the gut has been recondi-
tioned and reinforced, the �nal step is to 
REBUILD the intestinal mucosa with the neces-
sary building blocks in order to completely restore 
the health of the gut microbiome. Stay tuned to 
hear about the �nal step of this Total Gut Resto-
ration system.
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The gut microbiome is currently one of 
the hottest topics in the health industry, 
as scientists continue to unearth 

surprising interconnections between gut microbi-
ota and human health. In fact, many researchers 
suggest that the gut microbiome should be 
considered a completely separate organ in the 
body since it contains a vast ecosystem of bacte-
ria, viruses, fungi, and protozoa. When this vast 
but delicate ecosystem is thrown out of balance, 
it can become a breeding ground for many chron-
ic diseases, including obesity, heart disease, 
diabetes, autoimmunity, mood disorders, and 
more.1 Studies have shown that a more diverse 
gut microbiome results in a more robust and 
adaptable immune system.2 Furthermore, low 
microbial diversity has been linked to autism, 
insulin resistance, colorectal cancer, 
Crohn’s disease, ulcerative colitis, celiac 
disease, multiple sclerosis, polycystic 
ovary syndrome (PCOS), and more.1-3

Studies investigating microbial diversi-
ty have identi�ed a handful of species 
as next-generation bene�cial bacteria 
that appear to protect and preserve 
human health. These bacterial 
species include Akkermansia 
muciniphila, Faecalibacterium praus-
nitzii, and Bi�dobacterium spp.

A. muciniphila is a mucin-degrading 
bacterium that plays an important role in 
the regulation of the gut barrier and metabo-
lism.4 In humans, A. muciniphila is associated 
with healthier metabolic status, particularly 
improved insulin sensitivity and glucose homeo-
stasis, and better outcomes after weight loss.5 
Low abundance of A. muciniphila has been linked 
to obesity, diabetes, liver disease, cardiometabol-
ic diseases, and low-grade in�ammation. 6 F. 
prausnitzii is a butyrate-producing bacterium that 
is one of the most abundant and important 
commensal organisms in the human gut. By 
producing butyrate, F. prausnitzii plays a signi�-
cant role in providing energy for intestinal cells 
and reducing intestinal in�ammation. Low levels 
of F. prausnitzii are common signatures of in�am-
matory intestinal disorders like IBS, Crohn’s 
disease, ulcerative colitis, colorectal cancer, 
obesity, and celiac disease.7 The genus Bi�do-
bacterium also plays an important role in main-
taining barrier function and stimulating the 
immune system.8 Because Bi�dobacteria are also 
butyrate-producers, they can help reduce intesti-
nal in�ammation and also appear to help with 
weight management.9 Low levels of Bi�dobacte-
ria have been associated with obesity, diabetes, 
celiac disease, allergic asthma, dermatitis, IBD, 
chronic fatigue syndrome, and psoriasis.10-12

Given the health bene�ts of these commensal gut 
organisms, the natural inclination is to attempt to 
reseed the gut with these bacteria by taking them 
orally as probiotics. However, these anaerobic 
bacteria require oxygen-free environments in 
order to thrive and are not designed by nature to 
be reintroduced to the gut orally. Additionally, the 
aerobic environments in manufacturing plants 

make it extremely dif�cult to produce truly anaero-
bic probiotics. The good news is that these 
commensal strains are already present in the gut 
microbiome. In fact, these protective bacteria are 
keystone strains that have been passed from 
mother to child at birth. Antibiotics, diet, stress, 
and other factors may reduce their abundance, 
but these commensal bacteria are never 
completely eradicated – they just need to be 
revitalized. Reconditioning the gut is very much 

like revitalizing a withering garden. The existing 
environment undergoes a complete overhaul 
which includes removing the weeds, tilling the 
soil, and fertilizing the plants. A true probiotic 
should be able to recondition the gut in a measur-
able way, but many “probiotics” on the market are 
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